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Errata
Ubiquitin pathway: Another link in the polyubiquitin chain?
Wolfgang Dubiel and Colin Gordon
Current Biology 1999, 9:R554–R557
In this Dispatch, which appeared in the 29 July/12 August
1999 issue of Current Biology, the linkages for the central
polyubiquitin chain were not shown correctly (Figure 1).
They should have been to K63, as in the corrected
version of the figure below, and not to K48 as in the
incorrect original. The corrected version also includes an
expanded legend.
Current Biology 1998, 8:1091–1094
In this Brief Communication, which appeared in the 14
September 1998 issue of Current Biology, the UV dose was
reported erroneously. The dose reported was 20 J/m2 but
the actual dose used was 0.4 J/cm2. Also, the gene for-
mally referred to as tkr-1 has since been renamed old-1
(overexpression longevity determination).
Figure 1
Polyubiquitin chains are now seen to be quite
versatile signals, acting in a number of quite
distinct cellular processes. Substrates
attached to lysine-48-linked ubiquitin chains
are recognised and degraded by the 26S
proteasome, lysine-63-linked chains play a
role in DNA repair. Although mono-ubiquitin
seems, in some cases, to be sufficient for
receptor internalisation some receptors seem
to require the addition of lysine-63-linked
ubiquitin chains for efficient internalisation.
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